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Program 

1.-  General introduction to the course 

2.- Introduction to human genome 

3.-  DNA ultra sequencing 

4.-  Expression microarrays 

5.-  Chromatin immunoprecipitation  (ChIP). ChIP on chip and ChIP-seq 

6.-  Genome annotation 

7.-  Gene Networks 

8.-  Introduction to Proteomics 

9.-  Protein Separation 

10.-  Sample preparation for mass spectrometry analysis 

11.- Mass spectrometry analysis 

12.- Bioinformatics applied to proteomics (practical 4 hours) 

13.- Analysis of protein interactions 

14.- Functional Proteomics 

15.- Proteomics analysis for the identification of biological markers 

16.- Integration of data from genomics and proteomics 
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