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THE INSTITUTE OF CANCER RESEARCH

Section of Cell and Molecular Biology

Chelsea, London 

Bioinformatician (REF: C328)

http://www.icr.ac.uk/jobs/current_vacancies/15269.shtml
Closing date: 30 June 2010

The Institute of Cancer Research (a College of the University of London) is a world-class cancer research organisation.  In the 2008 Higher Education Funding Councils' Research Assessment Exercise, The ICR received the highest percentage of research assessed as four stars, world leading, in the areas of biological sciences and cancer studies. We came top of the Times Higher Education overall table of HEIs that submitted to more than one UoA - ranking it as the UK's leading academic research centre, with 37% of activity ranked 4* (world leading) and 42% ranked 3* (internationally excellent). In partnership with The Royal Marsden NHS Foundation Trust, we form the largest comprehensive cancer centre in Europe, dedicated to research that extends from epidemiology, genetics and molecular biology, through drug discovery and development, to cancer diagnosis and patient treatment.

The Signal Transduction Team is seeking an experienced and motivated bioinformatian to study melanoma biology.  This Team has an excellent track record in melanoma studies [See for example: Cancer Cell 2009, 15: 294; Pig. Cell Mel. Res. 2009, 22: 785; Cell 2010, 22: 785] and the successful applicant will be required to develop research projects using computational biology and bioinformatics approaches.  Close interaction with other members of the laboratory will be encouraged and full support will be provided to allow the successful applicant to develop their own interests.  Specific projects will include analysis of large-scale microarray-based, functional genomic, and next generation sequencing datasets. 

The successful applicant will have an MSc or PhD in a relevant field, with scripting experience in R, S-plus or Perl.  A post-graduate qualification in bioinformatics and evidence of experience in microarray data analysis, analysis of high-throughput cell-based screens, or analysis of next generation sequencing will be an advantage.  The Institute of Cancer Research offers a rich environment for bioinformatics research, with excellent infrastructure and dedicated research teams in the area (Cellular & Molecular Logic Team, Cancer Informatics Team, Molecular Pathology Team).
The position will be offered on a fixed-term contract up to 30 September 2013 initially with a starting salary in the range £26,996 to £36,524 p.a. inclusive based on relevance of skills and experience.

Informal enquiries may be made to Prof. Richard Marais (richard.marais@icr.ac.uk). Please DO NOT send your application to Prof. Marais; CVs must be submitted in line with the instructions below. 

To apply please email your CV and covering letter (addressing where you meet the person specification and incl. the names and addresses of two referees), to: recruitment@icr.ac.uk, quoting job reference number C328. 

In a separate email, please send your completed equal opportunities monitoring form (http://www.icr.ac.uk/jobs/current_vacancies/4959.doc) to the same email address quoting the job reference number above.

Closing date: 

30th June 2010

Interviews to be held:
Weeks commencing 12th and 19th July 2010

THE INSTITUTE OF CANCER RESEARCH

JOB DESCRIPTION

JOB TITLE


Post-doctoral Training Fellow / Bioinformatician

SECTION/TEAM

CMB / Signal Transduction

GRADE


PDTF / EPRA
RESPONSIBLE TO
Prof. Richard Marais (Team Leader)

OBJECTIVE OF THE POST

To work in the Signal Transduction Team to investigate signal network dysregulation in melanoma and to develop novel therapeutic approaches to this disease.  The Team has excellent facilities and funding and a key aim is to develop new therapeutic approaches for melanoma.

The post holder will work with others in the Team to develop new projects and perform data analysis and reporting using publicly available and commercial packages. He/she will analyse and integrate array comparative genomic hybridization (aCGH) data, microarray datasets, high-throughput screening results and next generation sequencing data. Microarray-based aCGH, gene expression profiling and next generation sequencing data have already been accrued for a large collection of melanoma cell lines and primary melanomas. Access to massively parallel sequencers is available in-house.  In addition to collaborating with other Team members, he/she will develop their own research interests. There is already a critical mass of bioinformaticians at the Institute of Cancer Research in the Cancer Informatics Team and Cellular & Molecular Logic Team, but also embedded in other teams such as the Molecular Pathology Team and Gene Function Team, and interactions with these teams will be encouraged.

RESPONSIBILITIES/DUTIES

Experimental laboratory work


Design and execute experiments appropriate for the project


Develop original research projects


Analyse microarray datasets and next generation sequencing 


Collaborate with other Team members to drive specific projects forward


Automation and scripting of common analytical tasks


Preparation and support of basic scripts and tools to allow other Team members to perform their own analyses


Scripted analysis in R.


Submission of completed datasets to public databases such as ArrayExpress


Collaboration with other bioinformaticians within the ICR

General Laboratory Management

Use established procedures and establish new approaches where appropriate

Maintain accurate records of experiments in laboratory notebooks


Report progress of analysis at lab meetings


Preparation of data for publication


Provide supervision of other staff and team activities as determined by the Team Leader


Ensure that work conforms to the requirements of COSHH, Local Rules for use of radioactivity and other Codes of Practice as required by the Institute Safety Policy

General
To work in a flexible but organised manner in close collaboration with the Team Leader.

To meet objectives within pre-determined timescales.

To communicate effectively with other members of the Team, Centre and where necessary the Institute and outside organisations.

To prepare reports of results for oral and written presentations at internal and external meetings for publication. 

To take an interest in the relevant literature.

Any other duties that may be required which are consistent with the nature and grade of the post.

This job description is a reflection of the present position and is subject to review and alteration in detail and emphasis in the light of future changes or development.
The Institute has a workforce agreement that limits its employees to a maximum of 10 years’ post-doctoral experience (both at The Institute and in previous employment).   Consequently, candidates need to be aware that the length of contract offered will be limited by this agreement.
THE INSTITUTE OF CANCER RESEARCH

PERSON SPECIFICATION

	Criteria
	Essential or Desirable?

	Education & Knowledge  
	

	MSc, PhD or equivalent qualification in Bioinformatics
 
	E

	Scripting experience in R, S-plus, or Perl

	E

	Post-graduate qualification in BioInformatics 

	D

	Knowledge of cancer biology

	D

	Interest in melanoma research 

	D

	Experience in web-based programming
	D

	Experience
	

	Experience in microarray data analysis
 
	E

	Experience in submission of microarray data to public databases

	E

	Experience of different microarray platforms
	E

	Experience in the publication of microarray datasets
 
	D

	Analysis of next generation sequencing
 
	D

	Analysis of RNA interference screen data
	D

	Skills  
	

	Excellent organisational skills and attention to detail

	E

	Experience with commercially available software packages

	E

	Experience with Open Source softwares and packages
 
	D

	General  
	

	Good communication/presentation skills 

	E

	Ability to keep good and accurate records of work 

	E

	Motivated to achieve further training in advanced BioInformatics
 
	E
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